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INTRODUCTION  

 

       In Egypt, fisheries play an important role in the national income structure (Ellis, 

1999). Fish are considered very important in human diet, forming a main source of high 

quality animal protein and beneficial omega-3 polyunsaturated fatty acids in comparison 

to red meat (FAO, 2020). 

       Horse mackerel was considered the main fish species in both the catch of the Gulf of 

Suez and the whole Egyptian Red Sea fisheries (Sahar et al., 2018). It belongs to the 

genus Trachurus in the family Carangidae and had the ability to adapt well to its culture 

environment, so it can be used in aquaculture (Er et al., 2021). 

      Bacterial agents are the main cause of high mortalities in marine fish as they are  

responsible for a variety of marine fish diseases (Eissa et al., 2018). They are normally 

found and typically prevalent in fish environments and in some particular unfavorable 

environmental conditions which were thought to be the main risk factors for disease 

induction and significant economic losses (Shawna & Brian, 2020), as disease  

outbreaks were caused due to a complex interactions between fish, pathogens and the 

aquatic environment (Escobar et al., 2018). These pathogens had a major impact on fish 

production (Dissasa et al., 2022). Gram-negative bacteria such as Aeromonas species, 
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Sixty freshly captured wild Trachurus indicus fish were randomly 

selected during the summer season of 2022 from the Suez Canal and 

examined clinically and bacteriologically to detect the most prevailing 

bacterial diseases affecting it.  Infected fish revealed hemorrhages at the 

operculum, base of the pectoral and pelvic fins and congestion in different 

internal organs. Motile Aeromonas septicemia and vibriosis were detected 

as the most prevalent and virulent bacteria isolated and identified by the 

traditional techniques; namely, Aeromonas hydrophila and Vibrio 

algynolyticus with a prevalence of 40% and 30%, respectively.  PCR was 

used for validation of the isolated pathogenic Aeromonas hydrophila and 

Vibrio species using the 16s rRNA gene and the virulence genes. All 

bacterial isolates were recovered from different internal organs and gills 

with the highest prevalence from the liver (45, 43.33 %)  followed by the 

kidney  (30, 33.33%), spleen (17.5, 16.67%), and gills  (7.5, 6.67 %), 

respectively. 
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Flavobacterium spp., Acinetobacter spp., Edwardsiella spp. and Pseudomonas spp. were 

considered the main bacterial fish pathogens affecting fish production and causing severe 

economic losses (Hala et al., 2021). Boran et al. (2013) reported that, bacterial 

pathogens as Photobacterium damselae damselae, Aeromonas hydrophila, Vibrio 

vulnificus and Vibrio alginolyticus can be isolated from horse mackerel fish.  

        Molecular techniques (PCR) were used to provide rapid, sensitive and accurate data 

to identify specific pathogens without the need for time-consuming traditional 

biochemical methods (Abdelsalam et al., 2022). 

        This study's objectives was to investigate the clinical picture of the most prevailing 

bacterial diseases affecting wild Trachurus indicus fish collected from the Suez Canal, 

bacterial isolation and identification using traditional and advanced techniques such as 

PCR, identification of bacterial virulence genes responsible for pathogenicity, and 

recording the prevalence of isolated disease-causing bacteria. 
 

MATERIALS AND METHODS  

 

Naturally infected fish 

Sixty (60) freshly and randomly captured Trachurus indicus fish, with weights’ 

range of 60 ±10g were randomly gathered from the Suez Canal in Ismailia governorate 

during summer season 2022. All moribund and freshly dead fish were carried in an ice 

box to the wet lab of the Department of Fish Diseases and Management, Animal Health 

Research Institute, Ismailia Branch. Freshly dead fish were examined clinically, 

postmortem and bacteriologically using the procedure described by Noga  (2010).  

 

Bacterial isolation and identification 

        Fish lesions on the gills, liver, kidney and spleen of naturally infected Trachurus 

indicus fish were sampled under strict aseptic conditions. They were inoculated into 

nutrient broth at 30°C for 24 hours, cultured in nutrient agar and tryptic soy agar 

containing 2% NaCl and incubated at 30°C for 24 hours. Re-inoculation of cultured 

bacteria was performed until separate colonies were obtained. These isolated colonies 

were collected and sub- cultured on special medium for further identification as 

Thiosulphate citrate bile salt sucrose agar (TCBS, Oxoid), Pseudomonas base agar and 

Aeromonas base agar medium, supplemented with ampicillin (5 mg/L) at 30°C for 24h 

according to El-Dakroury et al. (2020). The suspected purified colonies were selected 

and identified by studying morphological characteristics of the colonies as Gram’s stain 

and motility test and biochemically, using different biochemical tests like cytochrome 

oxidase (Biomerieux, Marcy-l'Etoile, France), catalase, glucose fermentation, indole and 

methyl red, Voges Proskauer, urease test and sensitivity  against different concentrations 

of sodium chloride (0–6.5%) and  vibriostatic agent (150 µg) according to Quinn et al. 

(2002) and Austin and Austin (2012). PCR was used as a confirmatory identification 

and for the detection of virulence genes of the isolated bacteria according to El-

Dakroury et al. (2020( and Abd El Tawab et al. (2021).  

 

Polymerase chain reaction 

        Polymerase chain reaction (PCR) was used as a confirmatory identification method 

for biochemically identified bacterial isolates and identification of its virulence genes 

using species-specific genes.  
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A) DNA extraction: A modified version of the manufacturer's instructions was used 

to extract DNA from samples using the QIAamp DNA Mini kit from Qiagen, 

Germany, GmbH. Table (1) shows the PCR conditions used for the detection of 

different bacteria and some virulence genes. 

B)  Oligonucleotide Primer: The primers that Metabion (Germany) provided for use 

are listed in Table (2). 

C) PCR amplification: For PCR, on an applied biosystem 2720 thermocycler, the 

reaction was carried out. 

D) Analysis of the PCR Products: The PCR products were separated by 

electrophoresis employing gradients of 5V/cm in 1x TBE buffer at room 

temperature on a 1.5% agarose gel (Applichem, Germany, GmbH). The PCR 

products were put into each well of the gel slot in amounts of 20 l for gel 

examination. The fragment sizes were calculated using the Generuler 100 bp 

ladder (Fermentas, Thermo Scientific, Germany). Alpha Innotech, Biometra, a 

gel documentation system, was used to photograph the gel, and software was 

used to evaluate the data. 

 

Table 1. PCR conditions for detection of Aeromonas hydrophila, Vibrio spp. and Vibrio 

alginolyticus and some virulence genes 

Target bacteria Target 

gene 

Amplified 

segment 

(bp) 

Primary  

denatur-

ation  

Amplification (35 cycles) Final 

extension 

Reference 

Secondary 

denaturati

-on 

Anneal

-ing 

Extens

-ion 

Aeromonas 

hydrophila 

16S rRNA  685 94˚C 

5 min. 

94˚C 

30 sec. 

50˚C 

40 sec. 

72˚C 

45 sec. 

72˚C 

10 min. 
Gordon et 

al. )2007( 

 

AeroA 326 94˚C 

5 min. 

94˚C 

30 sec. 

52˚C 

40 sec. 

72˚C 

40 sec. 

72˚C 

10 min. 
Singh et 

al. )2008( 

Hly A 592 94˚C 

5 min. 

94˚C 

30 sec. 

55˚C 

40 sec. 

72˚C 

45 sec. 

72˚C 

10 min. 
Rozi et al. 

)2017( 

Vibrio spp. 16S rRNA 663 94˚C 

5 min. 

94˚C 

30 sec. 

56˚C 

40 sec. 

72˚C 

45 sec. 

72˚C 

10 min. 
Tarr et al. 
) 2007(  

Vibrio 

alginolyticus 

Collagenase 737 94˚C 

5 min. 

94˚C 

30 sec. 

50˚C 

40 sec. 

72˚C 

45 sec. 

72˚C 

10 min. 
Abu-

Elala et 

al. )2016( 

Tdh 373 94˚C 

5 min 

94˚C 

30 sec. 

54˚C 

40 sec. 

72˚C 

40 sec. 

72˚C 

10 min 
Mustapha 

et al. 

(2013) 
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Table 2. Primers sequences for detection of Aeromonas hydrophila ,Vibrio spp. and 

Vibrio alginolyticus and some virulence genes  

Target bacteria Target gene Primers sequences Reference 

Aeromonas 

hydrophila 

16S rRNA  GAAAGGTTGATGCCTAATACGTA Gordon et 

al. ( 2007) 

 

CGTGCTGGCAACAAAGGACAG 

Aero A CACAGCCAATATGTCGGTGAAG Singh et al. 

(2008) GTCACCTTCTCGCTCAGGC 

Hly A GGCCGGTGGCCCGAAGATACGGG Rozi et al. 

(2017) GGCGGCGCCGGACGAGACGGGG 

Vibrio spp. 16S rRNA CGGTGAAATGCGTAGAGAT Tarr et al. 

(2007)  TTACTAGCGATTCCGAGTTC 

Vibrio 

alginolyticus 

Collagenase CGAGTACAGTCACTTGAAAGCC Abu-Elala 

et al. (2016) CACAACAGAACTCGCGTTACC 

Tdh CCATCTGTCCCTTTTCCTGC  Mustapha 

et al. (2013) CCAAATACATTTTACTTGG 

 

RESULTS  

 

Clinical picture 

Most of the naturally infected Trachurus indicus fish showed hemorrhages at the 

operculum, at the base of the pectoral and pelvic fins (Fig. 1). Postmortem findings 

showed congestion and hemorrhages in different internal organs such as kidney, spleen 

and liver (Fig. 2).   

 

Bacterial examination  

Table (3) shows the morphological and biochemical characters of both A. hydrophila 

and V. alginolyticus, isolated from naturally infected Trachurus indicus fish.  

A.hydrophila colonies were round, flat, pale in shape and translucent on MacConkey 

agar; while on Aeromonas agar, they were green with a black center. V. alginolyticus 

produced pale colonies on MacConkey agar while they produced yellow colonies on 

TCBS medium. A. hydrophila was differentiated from V. alginolyticus by its resistance to 

O/129 and 6.5% sodium chloride that inhibit the ability of its growth.  

 

Result of molecular identification of the most prevalent bacterial isolates by 

polymerase chain reaction (PCR) 

A)  Molecular identification of Aeromonas hydrophila  
Fig. (3) exhibits the presence of 16s rRNA and aerolysin virulence gene in four 

selected isolates of A. hydrophila, while hemolysin virulence gene was detected in only 

two of four A. hydrophila isolates. 
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B) Molecular identification of  Vibrio alginolyticus 

  Fig. (4) shows the presence of 16s rRNA gene in four selected isolates of Vibrio 

species, while Fig. (5) and Fig. (6) show the presence of collagenase gene and tdh 

virulence gene in four selected isolates of V. alginoltyticus . 

 

Prevalence of bacterial isolates in naturally infected Trachurus indicus fish   

The total prevalence of bacterial pathogens isolated from Trachurus indicus fish in 

the summer season of 2022 was 70% including  Aeromonas hydrophila which is 

considered the most predominant and prevalent species of bacterial isolates, with a rate of 

40%, followed by Vibrio alginolyticus with a rate of  30%  (Table 4 ).  

 

Prevalence of suspected bacteria isolated from various internal organs of 

naturally infected Trachurus indicus fish   

Fig. (7) shows  Aeromonas hydrophila and Vibrio alginolyticus isolated from various 

internal organs and tissues of naturally infected Trachurus indicus, with high prevalence 

from liver  (45 ,  43.33 %),  followed by  kidney  ( 30 ,  33.33%   ) and spleen (17.5, 

16.67%), while the lowest prevalence was from the gills (7.5 ,  6.67 %), respectively. 

 

 

         Fig. 1.  Naturally infected Trachurus indicus fish showing hemorrhages at the 

operculum, at the base of the pectoral and pelvic fins   

 

        Fig. 2.  Postmortem examination of naturally infected Trachurus indicus fish 

showing: a) and b) hemorrhages in various internal organs 

f 
e 

a b 



Mansour and El-Shaer, 2023   168 

          Fig. 3. Detection of 16S rRNA (685 bp), aer A (326 bp) and hly A (592 bp) 

virulence genes to characterize Aeromonas hydrophila  by PCR. Lanes L: 100-1000 bp 

ladder, N: negative control, P: positive control; lanes 1-4: A. hydrophila positive strains 

for 16S rRNA gene; Lanes 1-4: positive strain for the  aer A gene; Lanes 1 and 3: positive 

strains for the hly A gene. 

 
 Fig. 4.  Detection of vibrio spp. 16s rRNA (663bp) gene by PCR. Lanes L: 100-

1000 bp ladder, N: negative control; P: positive control, lanes 1-4: Vibrio spp. showing 

bands at 663bp. 

 
Fig. 5. Detection of Vibrio alginolyticus collagenase gene (737bp) by PCR. Lanes L: 100-

1000 bp ladder, N: negative control; P: positive control, lanes 1-4: Vibrio alginolyticus showing 

bands at 737bp. 
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Fig. 6. Detection of Vibrio alginolyticus virulence gene tdh (373bp) by PCR. Lanes 

L: 100-1000 bp ladder, N: negative control; P: positive control, lanes 1-4: V. alginolyticus 

showing  bands at 373bp.  

 

Table 3. Biochemical characterization of bacteria isolated from naturally infected 

Trachurus indicus fish  

 

Test Aeromonas hydrophila 

 

 

Vibrio alginolyticus 

Gram-stain -ve -ve 

Shape Short rod Curved rod 

Motility + + 

Cytochrom oxidase + + 

Catalase + + 

H2S on triple sugar     

iron (TSI) 

- 

A/A  

- 

A/A 

Indole + + 

Citrate + - 

Methyl red + + 

Vogaus Proskauer ± + 

Urease production - - 

Growth at 3.5% Nacl + + 

Growth at 6.5% Nacl - + 

-: Negative; +: Positive , ± =Variable result, H2S (TSI)= production of H2S from triple sugar iron, 

A/A= acid/ acid 
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Table 4. Prevalence of bacterial isolates in naturally infected Trachurus indicus fish   

Type of bacterial pathogen 
No. of examined 

fish 
No. of infected fish % 

Aeromonas hydrophila  

60 

24 40 

Vibrio alginolyticus  
18 30 

Total 42 70 

 

 
Fig. 7. Prevalence of bacteria isolated from various internal organs of naturally 

infected Trachurus indicus fish  

  

      DISCUSSION 

 

Bacterial fish diseases are considered one of the most significant and important 

causes of high mortalities in both wild and cultured fish and sever economic loss 

(Toranzo et al., 2005). The most frequently observed clinical signs in naturally infected 

Trachurus indicus fish were hemorrhages at the operculum, the bases of the pectoral and 

pelvic fins at the mouth region, as well as redness around eyes. The current results are 

nearly identical to those recorded by  Boran et al. (2013), Maather El-Lamie and Heba 

Adel-Mawla (2015), Abdelaziz et al. (2017), El-Dakroury et al. (2020), Yen et al. 

(2022) and  Noor El-Deen et al. (2023). These clinical signs appeared as a result of 

exposure of fish to poor environmental conditions and stressors, which affect fish 

immunity and cause multiplication of bacteria inside the intestine and secrete toxins and 

enzymes, which enable bacteria to invade the intestinal wall and passed in the blood 

stream to other various internal organs causing diseases (Narvaez et al., 2021). 

In the current study, postmortem examination revealed hemorrhages in various 

internal organs such as liver, spleen, kidney and intestines. The current results are nearly 
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identical to those recorded by Boran et al. (2013), Maather El-Lamie and Heba Adel-

Mawla (2015), Abdelaziz et al.  (2017), Aly et al. (2019), El-Dakroury et al. (2020), 

Yen et al. (2022) and  Noor El-Deen et al. (2023).  

In the present study, bacteriological examination of the collected Trachurus indicus 

fish revealed Gram-negative bacteria, identified as Aeromonas hydrophila and Vibrio 

alginolyticus. All A. hydrophila isolates produced were pale-shaped, translucent colonies 

on MacConkey agar that did not contain lactose fermenters, whereas they produced green 

colonies with black centers on Aeromonas agar. These results coincide with those of 

previous studies (Boran et al., 2013; Noha et al., 2018; El-Dakroury et al., 2020; 

Zorriehzahra et al., 2020; Hala et al., 2021). While, all isolates of V. alginolyticus 

produced pale-shaped colonies on MacConkey agar as they were not lactose fermenters, 

while producing yellow colonies on TCBS (Thiosulfate Citrate Bile Salt agar) because 

they could ferment sucrose in the medium (sucrose positive). These results concur with 

those of Boran et al. (2013), Abdelaziz et al. (2017), Ezzat et al. (2018), El-Dakroury 

et al. (2020), Dalia et al. (2022), Hala et al. (2021), Yen et al. (2022) and  Noor El-Deen 

et al. (2023).  

This study demonstrated that all the isolates of Aeromonas hydrophila were Gram-

negative, rod-shaped, motile, positive to oxidase, catalase, indole production, citrate 

utilization and methyl red tests, variable for Vogues-Proskauer test and negative for 

urease production. These results agree with those of Al-Maleky et al. (2011), Boran et 

al. (2013), Noha et al. (2018), Hamouda et al. (2019), Mzula et al. (2019), El-

Dakroury et al. (2020) and Hala et al. (2021). While, Vibrio alginolyticus isolates were 

Gram-negative, curved rod-shaped, fermentative, motile, and responded positively to 

methyl red, oxidase, catalase, indole production and Vogues-Proskauer tests, whereas 

they were negative for urease production and citrate utilization tests.  These results match 

with those of Boran et al. (2013), Maather El-Lamie and Heba Abdel-Mawla (2015), 

Abdelaziz et al. (2017), Ibrahim et al. (2018), Aly et al. (2019), El-Dakroury et al. 

(2020), Dalia et al. (2022), Yen et al. (2022) and  Noor El-Deen et al. (2023).  

For confirmation of the identified Aeromonas hydrophila and Vibrio alginolyticus 

and for the accurete dection of their virulence genes, we used polymerase chain reaction 

(PCR). Identification of A. hydrophila through the detection of 16s rRNA gene in four 

selected isolates gave bands at 685 bp. and identification of two virulence genes of A. 

hydrophila  aer A ( aerolysin) and hly A (hemolysin) genes gave a band at 326 bp. and 

592 bp.  genes in the selected four isolates and two out of four isolates, respectively. 

These outcomes were similar to Abd El Tawab et al. (2021) results who used PCR to 

detect aerolysin (aer A) and hemolysin (hlyA) genes in all random isolated A. hydrophila 

from marine fishes as they produced bands at 326 bp. for the aer A gene and 592bp. for 

the hlyA gene and Hamouda et al. (2019) who identified the 16S rRNA gene in six out 

of seven selected isolates as species specific gene to confirm the identification of A. 



Mansour and El-Shaer, 2023   172 

hydrophila isolates from Oreochromis niloticus. These results are similar to those of Al-

Gammal et al. (2020) and Sonkol et al. (2020) who identified the aerolysin (aer A) gene 

in 100% of fish isolates. Additionally, PCR was used to identify vibrio species by 

detecting the 16s rRNA gene of four selected isolates, giving bands at 663 bp., detection 

of collagenase gene of Vibrio alginolyticus which gave bands at 737bp.  and detection of 

V. alginolyticus virulence gene tdh, which gave bands at 373bp. in the selected four 

isolates of V. alginolyticus. These findings are nearly similar to that of Abdelaziz et al. 

(2017) who identified the 16S rRNA gene of vibrio species at 700 bp., collagenase gene 

at 737bp. and the tdh at 373bp. and similar to that of Ezzat et al. (2018) who detected the 

16S rRNA gene for vibrio spp. at 663 bp. in the selected 13 isolates and the collagenase 

gene at 737 bp. in the tested 6 isolates from various marine fish. Notably, these results are 

similar to those of Ibrahim et al. (2018) who found the 16S rRNA gene at 663bp for 

Vibrio spp. Furthermore, El-Dakroury et al. (2020) identified the tdh virulence gene of 

V. alginolyticus isolated from marine fishes with a band at 373bp. in the selected three 

isolates and Dalia et al. (2022) identified the collagenase gene and the tdh virulence gene 

in the examined V. alginolyticus, with bands at 737bp. and 373bp., respectively.  

The total prevalence of Aeromonas hydrophila and Vibrio alginolyticus isolated from 

the naturally infected Trachurus indicus fish  in the summer season of 2022 was 

determined in the current study, with a rate of 40 and 30%, respectively. These results for 

A. hydrophila are nearly identical to those recorded in the study of Ezzat et al. (2014) 

who reported that, the most predominant and prevalent species of bacterial isolates from 

marine fishes of Tilapia zillii and Mugil Capito were recorded to A. hydrophila,  with a 

rate of 39.39%. In addition to the previous study, Al-Maleky (2011) isolated A. 

hydrophila from Platycephalus indicus fish, with a prevalence rate of about 44.4%. A 

higher finding was recorded by Eid et al. (2022) who suggested that, A. hydrophila was 

the most common identified Aeromonas spp. (44%) isolated from Mugil cephalus 

(striped mullet), with a rate of 53.85% and Abd El-Tawab et al. (2021) who identified A. 

hydrophila isolates from mullet (Mugil cephalus) with total prevalence rate of about 

54.2%. Lower observation was reported by Hala et al. (2021) who identified A. 

hydrophila from the Nile tilapia at a rate of 14.84%. In this context, Eissa et al. (2015)  

recorded that the most predominant bacterial species isolated from infected crayfish was 

A. hydrophila, with a prevalence rate of 35%. The results of these studies for V. 

alginolyticus were almost similar to those documented by Abd El-Tawab et al. (2021) 

who identified V. alginolyticus strains from different fishes, including Oreochromus 

niloticus and Mugil cephalus fish with total prevalence of  33.8%. Higher observations 

were obtained by Yen et al. (2022) who revealed that V. alginolyticus found in 67% of 

the diseased Sciaenops ocellatus fish, whereas V. fluvialis and V. orientalis were isolated 

with an equal occurrence rate of 17% and  El-Bouhy et al. (2016) who reported that 

prevalence values of V. alginolyticus and V. parahemolyticus in Mugil capito were 

69.76% and 30.24%, respectively. Additionally, Maather El-Lamie and Heba Abdel-
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Mawla (2015) mentioned that, the prevalence of V. algynolyticus isolated from 

Trachurus indicus infested with isopodes was 33.3%, while lower observations were 

reported by Deng et al. (2020) who found marine fish infected with V. alginolyticus and 

V. parahaemolyticus, with a prevalence of 14.29 and 4.29, respectively in South China.  

Identically, Abd El Tawab et al. (2018) found that V. alginolyticus isolated from marine 

fish was the dominant species with a prevalence of 16%, followed by V. 

parahaemolyticus at 5.33% and V. cholerae at 7.33%. Moreover, Edris et al. (2013) 

isolated V. alginolyticus from marine fish with a prevalence of  25.7%, and El-Adawy 

(2010) recorded that the total incidence rate of V. alginolyticus among Mugil capito was 

14.61%. This difference in results regarding prevalence may be due to the difference of 

fish species and age, nature and number of tested fish, sampling techniques, water quality 

characteristics, in addition to time and area of the study. 

In this study, all bacterial isolates of Aeromonas hydrophila and Vibrio alginolyticus 

were recovered from internal organs and tissues of naturally infected Trachurus indicus 

with high prevalence from liver  (45 ,  43.33 %), followed by  kidney ( 30 ,  33.33%) and 

then spleen (17.5, 16.67%). Whereas, the lowest prevalence values from gills were 7.5,  

6.67 %, respectively. These results for A. hydrophila are almost similar to those recorded 

by Hala et al. (2021) who showed that the occurrence of Aeromonas species isolated 

from examined internal organs of Oreochromis niloticus was the highest in liver, 

followed by spleen and kidney. Similarly, Ezzat et al. (2014) found that A. hydrophila  

showed the highest prevalence in liver (44.23%), followed by kidney then  spleen and 

gills (7.69%).  The results for V. alginolyticus were almost similar to those recorded by 

Ezzat et al. (2018) who observed the highest prevalence in the liver of the tested marine 

fish (50% in mullet, 66.67% in sea bream, and 100% in seabass), compared to other 

internal organs. In this respect, Abd El Tawab et al. (2018) recorded V. alginolyticus in 

various internal organs of sea bream and  Mugil capito with the highest prevalence from 

liver (35.3% , 33.33 %), followed by kidney (29.4, 30.30%), respectively. Moreover, 

Ezzat et al. (2014) isolated V. alginolyticus from different internal organs and gills of 

marine fishes, with high prevalence from liver (36.89%). These findings could be 

attributed to the consideration of the liver as one of the organs that were highly impacted 

by pollutants in the water and was also the most relevant for detoxification and 

biotransformation processes (Camargo & Martinez, 2007). On the other hand, 

contrasting perspectives have been documented by Eid et al. (2022) who recovered A. 

hydrophila from gills in a higher prevalence than internal organs of Mugil cephalus as it 

was  (54.17% and 53.85%, respectively). Another contradicted perspective was that of 

Aly et al. (2019) who recorded the highest prevalence of V. alginolyticus strains in the 

kidney and spleen (34.48%), followed by the liver (31.03%) of the tested gilthead sea 

bream. 

. 
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CONCLUSION 

It could be concluded that the highest prevalence of bacterial isolates causing 

septicemic diseases in wild Trachurus indicus fish were caused by Aeromonas 

hydrophila, followed by Vibrio alginolyticus. Liver was the highest organ in prevalence 

for both bacteria, followed by kidney, spleen and gills. PCR is a quick, sensitive and 

accurate method for diagnosing A. hydrophila and V. alginolyticus and determining their 

virulence genes.  
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 دراسات عن  الأمراض البكتيرية الأكثر انتشارا في أسماك الباغة

ولاء الشاعر –شيماء منصىر   

فرع الأسماعيلية –معهد بحىث الصحة الحيىانية  -مركز البحىث الزراعية   

 بّحافظت الأصّاعيٍيت ِٓ لٕاة اٌضٛيش 2022صيف خلاي ِٛصُ  صّان اٌباغتصّىت ِٓ أ 00حُ  حجّيع عذد 

لذ  ٚبطشيمٗ عشٛائيٗ ٚلذ حُ حضجيً ِعظُ اٌعلاِاث اٌّشظيت ٚ اٌصفت اٌخششيحيت اٌخي ظٙشث عٍي ٘زٖ الأصّان 

ٚب حٕخّي ٌّيىشاٌّضببٗ ٌلأِشاض اٌبىخيشيت الأوثش أخشاسا في أصّان اٌباغت   ٚ ٚجذ أْ ِعظُ اٌبىخشيا اٌّعزٌٚت 

ذيت .  وّا حُ اٌخأويذ عٍي ٛٔاس ٘يذسٚفيلا ٚاٌفيبشيٛ اٌجيٌٕٛيخيىش ٚاٌخي  حُ اٌخعشف عٍيُٙ باٌطشق اٌخمٍيالايشيِٛ

إس ٚ اٌىشف عٓ ظشاٚة اٌّعزٚلاث اٌبىخيشيت ٚرٌه عٓ 10حصٕيف اٌّعزٚلاث اٌبىخيشيت عٓ غشيك ححذيذ جيٓ 

غشيك ححذيذ بعط جيٕاث اٌعشاٚة باصخخذاَ حفاعً اٌبٍّشة اٌّخضٍضً.  وأج ٔضبت الاصابت اٌىٍيت ٌبىخيشيا 

% عٍي اٌخٛاٌي . وّا حُ عزي اٌبىخيشيا 30% 40ٌٚيخيىش في أصّان اٌباغت الايشيِٛٛٔاس ٘يذسٚفيلا ٚاٌفيبشيٛ اٌجيٕٛ

ِٓ  الاععاء اٌذاخٍيت  ٌلأصّان اٌّصابت  بحيث وأج  إٌضبت الأوثش إٔخشاسا في  اٌىبذ  يٍيٙا اٌىٍي  ثُ  اٌطحاي  ٚ 

                                                                                                         .إٌضبت الألً وأج في اٌخياشيُ

 


